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test1.gbff
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17489..18655

18715..19620

complement(19811..20314)

complement(20233..20508)

complement(20815..21078)

21181..21399

21407..22348

join(1465392..1467904,1469241..1469293,1470517..1474013)

complement(join(1489713..1489964,1489964..1490713))

join(1530586..1531323,1531325..1531639)

complement(join(1544384..1544764,1544764..1545714))

complement(join(1590334..1590426,1590426..1590536))

complement(join(1592665..1594125,1594127..1597987))

Other coord. string examples:
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test1.gbff s_pyogenes.gbff



Homework 3 Wrap-up

7

s_pyogenes.gbff



Outline

• Homework 3 wrap-up

• Homework 4 overview & questions



Homework 4 Overview

Part one: max weight path through a WDAG

• Write a program to find the max weight path

• Convert a WDAG diagram to a text representation (by hand)

• Determine the max weight path using your program

• Both: unconstrained, constrained start/stop vertices

Part two: GC-rich genomic sub-sequence

• Write a program to represent a genome as a WDAG, export .txt

• GC vs. AT scoring scheme

• Determine the max weight path using your program

• GC-rich sub-sequence, lookup feature in .gbff file
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Score: 4.0

iiiii

iv

v

A, -2

B, -2

D, 2

C, 2

E, 2

H, 2

F, -1 G, -1

Example WDAG

V i

V ii

V iii

V iv

V v

E A i ii -2

E B i iv -2

E C i iii 2

E D i v 2

E E ii iv 2

E F iii iv -1

E G iii v -1

E H iv v 2

wdag_unconstrained.txt
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i

Score: 3.0

iiiii

iv

v

A, -2

B, -2

D, 2

C, 2

E, 2

H, 2

F, -1 G, -1

Example WDAG

V i START

V ii

V iii

V iv

V v END

E A i ii -2

E B i iv -2

E C i iii 2

E D i v 2

E E ii iv 2

E F iii iv -1

E G iii v -1

E H iv v 2

wdag_constrained.txt
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Test WDAG Homework WDAG
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Homework 4 Overview

Part one: max weight path through a WDAG

• Write a program to find the max weight path

• Convert a WDAG diagram to a text representation (by hand)

• Determine the max weight path using your program

• Both: unconstrained, constrained start/stop vertices

Part two: GC-rich genomic sub-sequence

• Write a program to represent a genome as a WDAG, export .txt

• GC vs. AT scoring scheme

• Determine the max weight path using your program
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0 1
A, -1.49

2
T, -1.49

3
C, 0.74

4
T, -1.49

5
G, 0.74

Example sequence: 5’-ATCTG-3’

WDAG representation:
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V 0

V 1

V 2

V 3

V 4

V 5

E A 0 1 -1.49

E T 1 2 -1.49

E C 2 3 0.74

E T 3 4 -1.49

E G 4 5 0.74

5’-ATCTG-3’

A -1.49

C 0.74

G 0.74

T -1.49

N 0

genome.fa

soring_scheme.txt
Program 2 Program 1
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Test Genome Homework Genome
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S. pyogenes
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E, 2

H, 2
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• Homework 4 due this Sunday Feb. 5, 11:59 pm
• name in the file: camplisson_hw3.txt.gz

• Homework 5 will be posted tomorrow



…
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